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<223> pMC74 plasmid coding sequence 



<400> 1 

atggatgtga agctggtgga atctggagga ggcttagtgc agcctggagg gtccctgaaa 
ctctcctgtg caacctctgg attcactttc agtgactatt acatgtattg ggttcgccag 
actccagaga agaggctgga gtgggtcgca tacattagta atgatgatag ttccgccgct 
tattcagaca ctgtaaaggg ccggttcacc atctccagag acaatgccag gaacaccctc 
tacctgcaaa tgagccgtct gaagtctgag gacacagcca tatattcctg tgcaagagga 
ctggcctggg gagcctggtt tgcttactgg ggccaaggga ctctggtcac tgtctctgca 
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gccaaaacga cacccccatc tgtctatcca ctggcccctg gatctgctgc ccaaactaac 420 

tccatggtga ccctgggatg cctggtcaag ggctatttcc ctgagccagt gacagtgacc 480 

tggaactctg gatccctgtc cagcggtgtg cacaccttcc cagctgtcct gcagtctgac 540 

ctctacactc tgagcagctc agtgactgtc ccctccagca cctggcccag cgagaccgtc 600 

acctgcaacg ttgcccaccc ggccagcagc accaaggtgg acaagaaaat tgtgcccagg 660 

gattgtggta gtaagcctag cataagtaca aaagcttccg gaggtcccga gggcggcagc 720 

ctggccgcgc tgaccgcgca ccaggcttgc cacctgccgc tggagacttt cacccgtcat 780 

cgccagccgc gcggctggga acaactggag cagtgcggct atccggtgca gcggctggtc 840 

gccctctacc tggcggcgcg gctgtcgtgg aaccaggtcg accaggtgat ccgcaacgcc 900 

ctggccagcc ccggcagcgg cggcgacctg ggcgaagcga tccgcgagca gccggagcag 960 

gcccgtctgg ccctgaccct ggccgccgcc gagagcgagc gcttcgtccg gcagggcacc 1020 

ggcaacgacg aggccggcgc ggccaacggc ccggcggaca gcggcgacgc cctgctggag 1080 

cgcaactatc ccactggcgc ggagttcctc ggcgacggcg gcgacgtcag cttcagcacc 1140 

cgcggcacgc agaactggac ggtggagcgg ctgctccagg cgcaccgcca actggaggag 1200 

cgcggctatg tgttcgtcgg ctaccacggc accttcctcg aagcggcgca aagcatcgtc 1260 

ttcggcgggg tgcgcgcgcg cagccaggac ctcgacgcga tctggcgcgg tttctatatc 1320 

gccggcgatc cggcgctggc ctacggctac gcccaggacc aggaacccga cgcacgcggc 1380 

cggatccgca acggtgccct gctgcgggtc tatgtgccgc gctcgagcct gccgggcttc 1440 

taccgcacca gcctgaccct ggccgcgccg gaggcggcgg gcgaggtcga acggctgatc 1500 

ggccatccgc tgccgctgcg cctggacgcc atcaccggcc ccgaggagga aggcgggcgc 1560 
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ctggagacca ttctcggctg gccgctggcc gagcgcaccg tggtgattcc ctcggcgatc 



1620 



cccaccgacc cgcgcaacgt cggcggcgac ctcgacccgt ccagcatccc cgacaaggaa 



1680 



caggcgatca gcgccctgcc ggactacgcc agccagcccg gcaaaccgcc gcgcgaggac 



1740 



ctgaagtaa 



1749 



<210> 2 
<211> 1764 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> pMH21 plasmid coding sequence 
<400> 2 

atggaggtga agctggtgga atctggagga ggcttagtgc agcctggagg gtccctgaaa 60 
ctctcctgtg caacctctgg attcactttc agtgactatt acatgtattg ggttcgccag 120 
actccagaga agaggctgga gtgggtcgca tacattagta atgatgatag ttccgccgct 180 
tattcagaca ctgtaaaggg ccggttcacc atctccagag acaatgccag gaacaccctc 240 
tacctgcaaa tgagccgtct gaagtctgag gacacagcca tatattcctg tgcaagagga 300 
ctggcctggg gagcctggtt tgcttactgg ggccaaggga ctctggtcac tgtctctgca 360 
gccaaaacga cacccccatc tgtctatcca ctggcccctg gatctgctgc ccaaactaac 420 
tccatggtga ccctgggatg cctggtcaag ggctatttcc ctgagccagt gacagtgacc 480 
tggaactctg gatccctgtc cagcggtgtg cacaccttcc cagctgtcct gcagtctgac 540 
ctctacactc tgagcagctc agtgactgtc ccctccagca cctggcccag cgagaccgtc 600 
acctgcaacg ttgcccaccc ggccagcagc accaaggtgg acaagaaaat tgtgcccagg 660 
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